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Conférenciers invités

Céline Brochier (Université Lyon 1, France)
Franca Fraternali (King’s college, London, United Kingdom)
John Huelsenbeck (UC Berkeley, USA)
Tobias Marschall (MPI, Saarbrucke, Germany)
Julio Saez-Rodriguez (RWTH, Aachen University, Germany)
Patrick Wincker (CEA Genoscope, Evry, France)
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